Abstract: Alzheimer's disease (AD) and Parkinson's disease (PD) are the most common neurodegenerative disorders related to aging. Though several risk factors are shared between these two diseases, the exact relationship between these two diseases is still unknown. In this paper, we analyzed how these diseases relate to each other from a genomics viewpoint. Using an extensive literature search, we accumulated the list of genes from the major genome-wide association (GWAS) studies. However, we found only one gene (HLA-DRB5) reported in these GWAS studies that are common between AD and PD. We also listed all the miRNAs that have been previously reported for AD and PD. Here we found 15 different miRNAs that were reported in both diseases. In order to get better insights, we predicted the gene co-expression network for both AD and PD. Network analysis on these networks show six clusters of genes related to AD and four clusters of genes related to PD.
EOAD is a Mendelian pattern disease. GBA-SYT11 RAB7L1-NUCKS1  SIPA1L2  ACMSD-TMEM163  STK39  DLG2  TMEM175-GAK-DGKQ  BST1  FAM47E-SCARB2  SNCA  HLA-DQB1  GPNMB  INPP5F  DLG2  MIR4697  LRRK2  CCDC62  GCH1  TMEM229B  BCKDK-STX1B  MAPT  RIT2  DDRGK1  FGF20  MMP16  ITGA8   rs35749011  rs823118  rs10797576)  rs6430538  rs1474055  rs12637471  rs34311866  rs11724635  rs6812193  rs356182  rs9275326  rs199347  rs117896735  rs329648  rs76904798  rs11060180  rs11158026  rs2414739  rs14235  rs17649553  rs12456492  rs8118008  rs591323 identified as a risk factor of PD [46] . MAPT exhibits a mutual regulation with the lysosome function.
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Interestingly, the autophagy-lysosome pathway is also related to PD [47] .
127
In 2004, mutation of the LRRK2 gene was identified as a genetic cause of PD. The frequency of 128 LRRK2 mutation in hereditary PD has been estimated to be 4% and sporadic PD is estimated to be 129 around 1% [48] . The most frequent mutation of LRRK2 is G2019S. -191-5p,-301a-3p,-545-3p [50]
Whole Blood 105 150 miR-9, -29a, -29b, -101, -125b, -181c
Brain tissues of the frontal cortex 7 14 miR-29a, -29b,-338-3p
[53] Human postmortem brain specimens NA NA miR-103, -124a, -125a, -125b, -132, -134, -181a, -26a, -26b, -27a, -27b,-29a -29c, -204, -30a-5p, -7, -9 [54] Serum 208 205 novel mir 36 miR- 98-5p, -885-5p, -485-5p,-483-3p,-342-3p, -3158-3p,-30e-5p, -27a-3p, -26b-3p, -191-5p, -151b, let-7g-5p,-7d-5p [55] Serum and plasma 32 26 miR-26b-3p, -125b -223, -23a
[56] Brain tissue postmortem 6 4 miR-338-3p, -219-2-3p, -20a,-17, -106a, -19a, -584, -338-5p, -219-5p, -32, -34c-5p, -16, -151-5p, -181a, -181b, -485-3p, -129-5p, -143, -34a, -124, -149,-136, -138, -145, -129-3p, -381,-128, -432, -378, -29b [57] Brain tissue 18 6 miR-9, -125b, -132, -146a, -18
[58] Serum 19 121 9 86
hmiR-26a-5p, -181c-3p, 126-5p, -22-3p, 148b-5p, -106b-3p, -6119-5p, -1246, -660-5p [59] Whole blood 172 109 miR-9-5p, -106a-5p, -106b-5p, -107 -199a-3p, -199b-3p, -126, -151-3p, -199a-5p, -151-5p, -29b, -147, -28-5p, -30b, -374b, -19b, -30c, -29c, -301a, -26a [62] Cerebrospinal fluid Serum 67 78
miR -132-5p, 19a-3p, -485-5p, -127-3p, -128, -409-3p, -433 -370, -431-3p, -873-3p, -121-3p, -10a, -1224-5p, -4448. miR-388-3p, -16-2-3p, -1294 -30e-3p, -30a-3p [63] Frontal -103a, -22, -29, -30b, -19-2,-26a, -331-5p, -153, -374 -132-5p, -119a, -485-5p, -127-3p, -151, -28, -301a, -873-3p, -136-3p -19b-3p, 10a-5p, -29c, let-7g-3p [68]
Cerebrospinal fluid 40 40 miR-27a3p, -125a-5p,-151a-3p, -423-5p let-7f-5p
Preprints ( Tables 5 and 6 .
137
After the literature search, we found a total of 108 miRNAs reported for AD and 91 miRNAs 138 reported for PD. However, only 15 of these miRNAs are common between AD and PD. These 139 miRNAs are hsa-miR-128, hsa-miR-134, hsa-miR-146a, hsa-miR-148b, hsa-miR-151-5p, hsa-miR-16,
140
hsa-miR-181a, hsa-miR-19a, hsa-miR-223, hsa-miR-26a, hsa-miR-29a, hsa-miR-29b, hsa-miR-29c,
141
hsa-miR-30c and hsa-miR-485-5p. Next, we performed an enrichment analysis of these common we manually queried the literature through PubMed and Google Scholar searches using search predictions from each of these six different methods to get one high-confidence interaction network.
209
To integrate the results, we used the wisdom of crowds' approach which is a phenomenon where 
Conclusions and Discussions

238
In this paper, we have analyzed the similarity of the two most widely occurring neurodegenerative 239 diseases: AD and PD. Major GWAS studies identified approximately 50 risk loci for PD and AD.
240
However, we found only one common risk loci (HLA-DRB5) that has been reported for AD and PD in 241 these GWAS studies. HLA-DRB5 has a strong connection with the central nervous system; it has been 
247
To get more insights between the reasons behind the co-occurrence of AD and PD, we separately 
